Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.030; wR factor = 0.105; data-to-parameter ratio = 19.4. 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: KM-4 Software (Kuma, 1996) ; cell refinement: KM-4 Software; data reduction: DATAPROC (Kuma, 2001 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: RK2101). Bond lengths and bond angles within the cation agree well with those reported in the structure of pyridazine-3-carboxylic acid hydrochloride (Gryz et al., 2003) .
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Experimental
Single crystals of I were obtained by recrystallization of pyridazine-4-carboxylic acid (ALDRICH) from warm 1M solution of hydrochloric acid. Attempts to recrystallize from water and alcohols yielded specimens unsuitable for collecting X-ray data.
Refinement
All H atoms bonded with C atoms were positioned geometrically and refined in riding model approximation with C-H = 0.93Å and U iso (H) = 1.2U eq (C). The H atoms connected with N and O atoms were located in difference Fourier map and refined isotropically.
Figures Fig. 1 . A molecular structure of I with the atom labelling scheme. The displacement ellipsoids are drawn at 50% probability level. H atoms are presented as a small spheres of arbitrary radius. 
